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Figure S1. Dispersion of count data and variance of the mean for non-normalized expression data by sample
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Figure S2. Dispersion of count data and variance around the mean for rlog transformed expression data by

sample
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Figure S3. Hierarchical clustering dendrogram of rlog transformed data before limma

batch effect correction
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Figure S4. Choice of soft-thresholding power based on scale-free topology model. A) Scale-free topology fit index

as a function of the soft-thresholding power and B) mean connectivity as a function of soft-thresholding power.
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Figure S5. Dispersion of count data and variance around the mean for rlog transformed expression data by sample,

filtered for coding regions only

coomm— — — — — [T} — — — — —s==wo®omo o o
accoaonmmm— — — — — I} — — — — —mmwomexo o o
cavmem— — — — — T} — — — — —sswomoo® o o
ococommm— — — — — T} — — — — =mmmwmoo o

co o omm— — — — — [T} — — — — =mmwo00 0 ©
®woo owam— — — — — T} — — — — —mmwwowo © ©
coomumt— — — — —[I] — — — — —~=sessoeoc o o
o cmmmo— — — — —[J]— — — — —=msssooomw o o
0 cmmem- — — — [T} — — — —~==woo® o o
o ocummmt— — — — [} — — — <b=mwaoo o o
c0c o —— —— T} — — — — esoeevoo o
o oa— — — — — T} — — — — —=omw=w00000 0 ©
cam —— —— 4 [ } —— — — =memeox o0 o
> com-———— L } ——— — —mmmeso o o
oy com— ———— [ } ———— —pommwoo o o
n ocamt— — — — — 4 [ } — — — — —smsmmwo0 0 ©
o) owat— — — — — { [} — — — — —mmmmmo o o
comp— — — — — — — — — —EmOEEC O O
7)) ®e®o — — — — | — — — — —==woXO®D O O O
d oo+ ————{ [ } ——— — —emsmwmomo o o
(&) oo ————{ [ } — — — — —=mwsomwo o o

awoo— — — ——{_ [ }———— —<smmwo o 0 o
ol wo- ————{_ [ } ——— — - =mmece®oco o
© woo- —— ——[_ [ }———— —esmmoooo o
e oma— — — — —{ [ }— — — — —emmmmoo o o
m omer- — — — — [ [ }— — — — —~mmmomwo o o

ommet—- — — — —{ [ }——— — —meoomxo o o
e cocmam— — — — —[I- — — — —esssex=mwo © o
o o acma—- — — — —[J— — — — ==sswme 0o o
S o a— — — — — I — — — — —==wsmoomwo 0 ©
(7)) o am— — — — — I — — — — '=mssmcm0 o o
cC o acosew— — — — — [ — — — — —=wswewaxo o o
© oc ocvemt— — — — — [ — — — — ===wcmo0 0 ©
— comomm— — — — — [N — — — — =ssmeomw® o0 o
) covnes— — — — — I — — — — —s=ssxscaw 0 ©

o cwan— — — — — [ — — — — =s=wewoo 0 ©
(@) c wa— — — — — [ — — — — ==mmmo0 o o
o °c oa — — — — NN — — — — —==mmow® © ©
— ocomo— — — — — I — — — — ==mwommw o o
e coma— —— — — I — — — — =mesoewm o o

© ameo— — — — — [ — — — — —-esssocoa o o
o ococoma— — — — — [ — — — — —===ocmo® o0 ©
o ammst— — — — — I — — — — ¢sssmwoam o o
oo cm— — — — — [N — — — — em=wem® o ©

oo oum— — — — — I — — — — ==waoe0 © ©

wo aw— — — — — I — — — — =mmweomo 0o o
o wooom— — — — — [ — — — — —==swoscxow 0 ©
— o ewom— — — — — [ — — — — —~==smwooco® 0 ©

HMMMoi.lllllllllllllloo o
38T coamt— —— — — [ - — — — ==wswe o o
555%] o om-—— — — SN — — — — ~——— o o
Soc o wme — — — — N — — — — —m——— o o
Looo
EE00
_
o ° o °

GE2689GHHS
Y€2689544S
€€2689544S
2€268954dS
1€26895HdS
0€2689544S
6226895H4S
8226895H4S
122689544S
92¢689544S
G22689GHHS
¥22689544S
66G52.EH4S
86GG2/.EHYS
16GG92/.€ddS
969G2.€HdS
G6GGCLEHHS
¥659G2.EHdS
€69G92.EHHS
€69G2.eddS
16GGCLEHYS
065G2.€44S
68GGCLEHHS
889G2.EHYS
18GG2LEHYS
98GG2.EHHS
G8GGCLEHHS
GLL/161949S
YLLL161HdS
€LLL161YdS
[AYVATIR}=
LLLLLBLYEES
0LZ2161H4S
604216194S
804.161d4S
£02/16144S
904216144S
G0/216144S
¥0.216144S
€04.16144S
¢042161d4S
L0LL161HES
004216144S
669216144S
869.16144S
169216194S
969/16144S
G69/161949S
¥69.16144S
€2.€012dd3d
¢c¢Le0lcddd
81.€012ddd



Figure S6. Dispersion of count data and variance around the mean for rlog transformed expression data by sample, filtered

for putative sRNAs
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Figure S7. Dispersion of count data and variance around the mean for rlog transformed expression data by sample,
20

filtered for putative UTRs
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Figure S8. Cluster dendrogram of modules in WGCNA analysis. The network was comprised of 53 modules here indicated by
colour. Genes at the tips of the branches are the least connected to the module, and most highly-connected genes form the
nodes, or branch-points of the module.
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Figure S9. Network of modules based on eigengene adjacency. A) Correlation between module eigengenes represented in a
heatmap. Boxes of red along the diagonal indicate clusters of more related modules. B) Cluster diagram demonstrating

hierarchical relationship between module eigengenes.
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Figure S10. Heat map of correlation of module eigengene (ME) of each module with all experimental conditions. Correlation was calculated using
biweight midcorrelation (bicor) and p-values were adjusted for multiple testing (fdr). Positive correlation is red, negative correlation is blue.
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Figure S11. Expression of antisense transcripts, putative_UTR:p2006948 2007063 (highlighted in green) and ncRv1773/putative_sRNA:p2007213 2007377
(highlighted in magenta), appear to suppress expression of convergently transcribed gene, Rv1773c in exponential growth on cholesterol-containing media. RNA-
seq sample SRR5689230. Strand coverage using the ‘second’ read of each pair mapping to the transcript strand, visualised using Artemis genome browser

(Carver et al., 2012).
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Figure S12. Antisense sRNAs (bluemagenta bars) overlap Rv3230c and Rv3231c. TSS (transcription start site) and TTS (transcription
termination site) are indicated in black. Shown is sample SRR1917713 from PRINA278760, exponential growth in dextrose media. Coverage is
limited to 1500 reads to aid visualisation of coverage on the + strand. White bars are predicted UTRs. Strand coverage using the ‘second’ read

of each pair mapping to the transcript strand, visualised using Artemis genome browser (Carver et al., 2012).
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Figure S13. Overlapping 3" UTRs for Rv0292 (EccE3) and Rv0293c, (light green bars) may regulated transcription termination or transcript stability. Sample
SRR5689224 from PRINA390669, exponential growth in dextrose-containing media. Strand coverage using the ‘second’ read of each pair mapping to the
transcript strand, visualised using Artemis genome browser (Carver et al., 2012).
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